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What is Delayed Sleep Phase Disorder (DSPS)?



What are the signs of DSPS?



What is the Circadian Clock?



CRY1 gene is associated with DSPS
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CRY1 is well conserved among species
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CRY1 is conserved in species



Gap in Knowledge



Aim 3

Identify interaction of 
mutant lines  with 

chemical compounds

What is my primary goal?

To understand the role of phosphorylation of the Cry1
protein tail in the regulation of the circadian clock.

Aim 1 Aim 2

Determine amino acid 
conservation between 

normal and mutant lines

Establish protein 
interactions with 

mutant line



Aim 1

Determine conserved amino acids of CRY1 and mutant 
sequences to determine effects of deletion.
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Aim 2

Establish protein interactions resulting from mutations in CRY1.  
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Aim 3

Identify chemical compounds that will interact with and 
potentially repress the effects of CRY1 tail deletion.
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Summary

A deletion in CRY1 gene results in the 
overexpression of the protein and 
lengthening of the circadian cycle.

Understanding the mechanisms behind the 
CRY1 protein tail will allow for the development 
of therapies and treatment for circadian rhythm 

disorders.

The study of mutagenic lines allows 
for the study of protein interactions 

in diseased states.


